Genes which were upregulated more than 2-fold in tumors of Control-AAV infected mice were selected. Real-time RT-PCR analysis revealed that Spink1 is significantly induced in the tumors and the respective p-value for this difference (p = 0.01289) was chosen as cut off value. None of the genes differed in the normal liver tissues (NT) of Control-AAV and chemerin-156-AAV (Ch-156) (n = 5 mice) infected animals. Gm25482 (predicted gene, 25482) was reduced in tumor tissues (TT) of mice overexpressing chemerin-156 and is highlighted in red. Well established tumor markers (alpha fetoprotein, Afp; glypican 3, Gpc3) and genes analyzed by real-time RT-PCR or immunoblot analysis are highlighted in grey color. Fold changes (FC) and p-values for the comparison of TT and NT of Control-AAV and of chemerin-156-AAV injected mice, respectively, are given in the columns 1 to 4. Fold changes (FC) and p-values for comparison of NT or TT of both groups are listed in columns 5 to 8.
: Genes which were downregulated more than 2-fold in tumors of Control-AAV infected mice were selected. Real-time RT-PCR analysis revealed that Spink1 is significantly induced in the tumors and the respective p-value for this difference (p = 0.01289) was chosen as cut off value. Three genes (dedicator of cytokinesis 8, Dock8; phospholysine phosphohistidine inorganic pyrophosphate phosphatase, Lhpp and cytochrome P450, family 1, subfamily a, polypeptide 2, Cyp1a2) were higher in the normal liver tissues (NT) of Chemerin-156-AAV infected and are highlighted in red color. None of the genes differed in the tumor tissues (TT) of Control-AAV and chemerin-156-AAV (Ch-156) infected animals. Fold changes (FC) and p-values for the comparison of TT and NT of Control-AAV and of chemerin-156-AAV injected mice are given in the columns 1 to 4. Fold changes (FC) and pvalues for comparison of NT or TT of both groups are listed in columns 5 to 8. 
